Because the European population showed less genetic diversity than the African population, only ~2 causal loci were observed in the European samples given the smaller proportion of causal variants. Given a substantial difference in the source populations of trios and controls, the five tests including Kernel, Burden, SKAT, SKAT-O, and ADA had very large type-I error rates (70%~100% rejection rates and so were excluded from the comparisons). The remaining seven valid tests were all conditioning approaches. a This row lists the type-I error rates of conADA(PC) with 11 candidate P-value truncation thresholds, 1 2 11 0.10, 0.11, , 0.20
Nominal significance level = 1% 2 42.7 45.7 47.8 33.0 36.1 38.9 40.7 22.8 27.4 29.0 30.3 15.6 18.8 20.8 
